Analysis of Inter-Helical Loop Segments in
Membrane Proteins

Recent crystallography and diffraction stud-
ies of membrane proteins have revealed that
the structure of specific medium loop segments
between transmembrane helices fold back into
membrane positions and play an important role
in membrane protein folding and biological
function. However, previous structure predic-
tion methods of membrane proteins have not
classified the type of loop segments. We have
developed a new method for classification and
prediction system of the specific medium loop
segments in membrane proteins from amino
acid sequence. To classify the loop seg-
ments, multi discriminant analysis with three

factors, loop length, average hydrophobicity

and intensity of amphiphilicity, was used.

Linking loops between Medium loops Globular domains
transmembrane (15—37AA) formed by large loops
helices

Classification of loop segments in membrane proteins

Takatsugu
HIROKAWA
Computation Biology
Research Center
e-mail:
t-hirokawa@aist.go.jp

AIST Today Vol. 2, No. :

(2002) 11

2
3



