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Time series analysis of gene expression data
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‘Time series analysis of gene expression data’ is often strongly correlate with
network analyses that focuses on ‘network dynamics’ and is one of the main
category of the system biology filed. There are two classes of time series
analysis; comprehensive network analysis (dynamic bayesian network, etc.)
and precise dynamical model (differential equation model, etc). On the other
hand, conventional engineering techniques, or non-network time series
analysis such as Fourier analysis, regression analysis, etc., are also very

popular in the filed. Wide variety of techniques are introduced in this lecture.
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