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Detection of amino acid sites involved
in the functional difference of homologous proteins
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Neofunctionalization associated with gene duplication is one of the major
mechanisms for proteins to acquire new functions. Several methods have
been developed to detect the amino acid sites involved in the functional
difference among the homologous proteins. In the first part of my talk, I'll
briefly introduce the methods. Then, I'll explain our approach with concrete

examples of the application.
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