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« KEFFE "SAHG: Structural Atlas of Human Genome"

- F#1BRA  "Prediction of microRNA precursor hairpins with
improved sensitivity and specificity”

A7V FAZ/\ "Comparative analysis of binding site
residues and recognition mechanisms of protein-protein and
protein-RNA complexes using energy based approach”

«R—JV » ;K— k> "Improved Prediction of Transcription
Binding Sites from Chromatin Modification Data"

- 7BKIEE  "Developing an exact method to find similar pairs
with small edit-distance”

- JEEHERE  "Centroid series: fundamental programs of
sequence analysis for non-coding RNAs"

- {E#%f2E "RactlP: fast and accurate prediction of RNA-RNA
interaction using integer programming"

[Technology Track (OFEHR) ]

cATIV - F A3\ KEFFE "Challenging algorithms and
comprehensive databases in protein structure and function.”

« K=V« K— k. &HR "Software for RNA and Next-gen
Sequencer Analysis."
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